In the title compound, C 4 H 10 NO + ÁBr À , which was synthesized by dehydration of diethanolamine with HBr, morpholinium and bromide ions are linked into chains by N-HÁ Á ÁBr hydrogen bonds describing a C 2 1 (4) graph-set motif. Weaker bifurcated N-HÁ Á ÁBr interactions join centrosymmetrically related chains through alternating binary graph-set R 4 2 (8) and R 2 2 (4) motifs, to form ladders along [100] . In addition, C-HÁ Á ÁO interactions between centrosymmetric morpholinium cations link ladders, via R 2 2 (8) motifs, to yield sheets parallel to (101), which in turn are crosslinked by weak C-HÁ Á ÁO interactions, related across a glide plane, to form a threedimensional network.
Related literature
For the structures of related morpholinium salts, see : Loehlin & Okasako (2007) ; Mafud et al. (2011); Swaminathan et al. (1976) ; Koroniak et al. (2000) ; Turnbull (1997) ; Mazur et al. (2007); Yao (2010) ; Christensen et al. (1993) . For the synthesis, see: Pettit et al. (1964) . For the graph-set analysis, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2005 ); cell refinement: APEX2; data reduction: SAINT-Plus (Bruker, 2005 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) and WinGX (Farrugia, 1997) ; molecular graphics: SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009) ; software used to prepare material for publication: SHELXTL.
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Refinement
Hydrogen atoms were visible in the difference map and those bonded to carbon atoms were positioned geometrically and allowed for as riding atoms with C-H = 0.99 Å (CH 2 ) and N-H = 0.92 Å (NH 2 ). The coordinates of hydrogen atoms involved in hydrogen bonding were refined freely. During the refinements the U iso (H) values were set at 1.2U eq of the parent atom. Figures   Fig. 1 . Molecular structure of (1), showing the atomic numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. 
Special details
Experimental. Intensity data were collected on a Bruker APEX II CCD area detector diffractometer with graphite monochromated Mo Kα radiation (50 kV, 30 mA) using the APEX 2 (Bruker, 2005 ) data collection software. The collection method involved ω-scans of width 0.5° and 512 x 512 bit data frames. Data reduction was carried out using the program SAINT-Plus (Bruker, 2005) . The crystal structure was solved by direct methods using SHELXTL (Sheldrick, 2008) . Non-hydrogen atoms were first refined isotropically followed by anisotropic refinement by full matrix least-squares calculations based on F 2 using SHELXTL.
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Geometric parameters (Å, °) 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
